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FIGURES

Fig. S1. The Huntington mammoth lower left third molar. Figure from [17] used with permission from
the Journal of Paleontology.

Fig. S2. Log-transformed amplicon copy number per milligram of substrate vs. fragment length. Open
squares are woolly mammoth samples assayed by [24], with regression lines indicated.
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Fig. $3. Maximum clade credibility tree from phylogenetic analysis set 1a, with nodal posterior
probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].
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Fig. S4. Maximum clade credibility tree from phylogenetic analysis set 1b, with nodal posterior

probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].
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Fig. S5. Maximum clade credibility tree from phylogenetic analysis set 2a, with nodal posterior
probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].



Columbian Mammoth Mitogenome
Additional Data File 3: Figures

=hord_Lewa Gasarnd_0

>Mod_Laxa_Seufidid 0

>Mod_Elen_NC_005123 0
> BLNOSDI_ T
=3 2005999 G330
*A5_ BLHOG0E &
*AB_SYU3 q7a00
=_PIITSIN 161_ged1 100
=0_EC153451M21_g58000
SAT_BLNO243 48000
AT BLN 04051000
L a1_z00m0m_41200
»B2 NMC&2230_ 37920
=B1_BR 10_40000
=E13_EU 153885M 13_35500
B2 12730

1612235

>E14 LINMasT2_18090
=E20_MEGNODE 33800
E17_-93-5001_33530

0.02

8 G0Y1_15180
2742 1,

>0WV3_GIN-E257_ 22800
>00 MRRNO42A ¢
=011_YPCTaa1a_z214d

>019_AN1005_12372
S07_200T413_nd
>03 Br28_12125
=D ILCO1 45200
=0W2_L0-3511_37080
Diéy 2002534 47300
~D15 Rogaer 12350
~ >08_ 200078 od
»C2_Huingion_1220
=C2_MMZE45 2602
>T13_W-93-32_ge52000
>C12 1.01-353 54000
=G5 W-93-235 40370
SC14_AM 113135885
T4 WM CEa28_ qiann
(8 NMCE135 30000
=C18_NMCEAYE 35800
>CA7_HMEEI125_39500
=C11_NI4138_ 107
=C10_NMCA9Z7_55800
=CH_AMT123 18313
=C7_ANTI208_ 12677
=LA _Cagen 5710
{4 NMCET4E 2315
=03 YPC27 7540
=05 YPE136S i
+C18_ AN 183 31360
>C20_AM1T87_gie 1081
=C19_ARIZI_ 31100
=30 0037047510
>C23_I-08- 1087 _gi54000
=C1_AM4E3 15540
=021 YPCA.133 2900
=03 YPC2133 31740
=028 AM 104 42754
=GR WMETR 36800
~CIF_YPCAZ2
>C23 HMC11708_31600
>£25_YPC3.19 44700
(28 YPCS238 3053

0.23

Fig. S6. Maximum clade credibility tree from phylogenetic analysis set 2b, with nodal posterior
probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].
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Fig. S7. Maximum clade credibility tree from phylogenetic analysis set 4a, with nodal posterior
probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].
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Fig. S8. Maximum clade credibility tree from phylogenetic analysis set 4b, with nodal posterior
probabilities indicated. Tip names are preceded by their haplotype as determined by [11] and [12].
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